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# Module Significance
39 Protein folding 7/23, 1e-4 
29 Cell differentiation 6/41, 2e-2 
5 Glycolysis and folding 5/37, 4e-2 
34 Mitochondrial and protein fate 5/37, 4e-2 

# Module Significance
14 Ribosomal and phosphate metabolism 8/32,   9e-3 
11 Amino acid and purine metabolism 11/53, 1e-2 
15 mRNA, rRNA and tRNA processing 9/43,   2e-2 
39 Protein folding 6/23,   2e-2 
30 Cell cycle 7/30,   2e-2 
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# Module Significance
3 Energy and osmotic stress I 8/31, 1e-4 
2 Energy, osmolarity & cAMP signaling 9/64, 6e-3 

15 mRNA, rRNA and tRNA processing 6/43, 2e-2 

Figure 6


