Ypl230w

Ppt1

Kin82

Figure 6

A Ypl230w A Ppt1 A Kin82
wt (hrs) A wt (min.) A wt (min) A
035792 0257924 0 7153060 0 7 153060 05153060 0 5 15 3060
- N >16X - >4x - >Ax
(o
# Module Significance, K[roFt)e[I)?n]gEéngG()G)
39 Protein folding 7/23, 1e-4 < Cell wall (G)
29 Cell differentiation 6/41,2¢-2 | Endoplasmic reticulum (G)
. . Steroid metabolism (G)
5 Glycolysis and folding 5/37, 4e-2 = Protein modification (G)
34 Mitochondrial and protein fate 5/37, 4e-2 o < Intracellular protein transport (G)
&) Nucleocytoplasmic transport (G)
| - RNA processing (G)
# Module Significance > ER to golgi transport (G)
14Ribosomal and phosphate metabolism 8/32, 9e-3 |« mRNA splicing (G)
11 Ami . . . Peroxisome (G)
mino acid and purine metabolism 11/53, 1e-2 \ Starch and sucrose metabolism (K)
15mRNA, rRNA and tRNA processing  9/43, 2e-2 4 L . .
2o Protein foldi 623 2.2 [ » E Cell organization and biogenesis (G)
rotein folding ;<8 & Transcription from Pol | promoter (G)
30Cell cycle 7/30, 2e-2 & Phosphate metabolism (M)
> rRNA processing (G)
> Nucleolus (G)
# Module Significance = < Intracellular protein transport (G)
3 Energy and osmotic stress | 8/31, 1e-4 | DQ_- Nucleocytoplasmic transport (G)
o E . . Amino acid metabolism (G)
nergy, osmolarity & cAMP signaling 9/64, 6e-3 4 RNA processing (G)
15mRNA, rRNA and tRNA processing  6/43, 2e-2 Carbohydrate metabolism (G)
mMRNA splicing (G)
\ Tricarboxylic acid cycle (G)
o~ [ Amino acid metabolism (G)
0 Starch and sucrose metabolism (K)
=3, Glycogen metabolism (G)
X Carbohydrate metabolism (G)
Tricarboxylic acid cycle (G)
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